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S2 23 24 Figure S1 . Active site view of the structural comparison between subunit B in the substrate-free EfTS (PDB id
25
3UWL [5] , gold cartoon and carbon atoms) and in the complex with dUMP (white cartoon and carbon atoms).
26
In subunits B and D of both structures, the catalytic cysteine is modified as S,S-(2-hydroxyethyl)thiocysteine
27
(CME197) and the cofactor-like molecule 5-formyl-6-tetrahydrofolate (5-FTHF, in sticks, carbon atoms are 
35
The catalytic cysteine and the small domain of each TS enzyme are highlighted in cyan and orange, respectively.
36
EfTS residues belonging to the interface area and to the active site are indicated by "i" and "a", respectively. 
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